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1. S. Samantray, M. Lockwood, A. Andersen, H. Kim, P. Rigor, M. S. Cheungx*, and D. Mejia-
Rodriguez*, “PTM-Psi on the Cloud”.

2. C.Li, A. George, R. Neff, D. N. Kim, T. Moser, K. Baldwin, A. Firoozfar, J. E Evans*, and M.

S. Cheung*, “Graph Identification of Proteins in Tomograms (GRIP-Tomo) 2.0: Accelerating
Protein Classification for Cryo-Electron Tomography with Intelligent Search”.
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3. M. Lockwood, C. Johnson, N. Wiebe, J. Milmenstidt, ]. Chun, X. Yin, G. Schenter, M. S.
Cheung*, and X.-Y. Li*, “Quantum Computing for Coupled Metabolic Dissipative Reaction-
Diffusion Processes”.

4. J.Wang, J. Nde, A. G. Gasic, J. Haseley, M. S. Cheung, “Inferential Framework for Regulatory
Subunits of Biomolecular Complexes from Proteome Datasets Using a Grand Canonical
Ensemble Approach”.

5. D. Mejia-Rodriguez, R. Siegel, C. Buurma, J. Lilly, A. Frank, E. Beasley, K. H. Kucharzyk, M. S.
Cheung, M. Valiev, “PTM-Psi 2.0: automated workflow to simulate enzymatic reactions using
QM/MM and flexible docking”.

6. J. Liman, C. Bueno, A. Chandrasekaran, Y. Eliaz, M. Ghane, C. Li, M. N. Waxham, G. A.
Papoian, P. G. Wolynes, M. S. Cheung, “Multivalent interactions between CaMKII and actin
regulate the nanoarchitecture of actomyosin networks”.

7. J. Wang, M. S. Cheung, D. Thirumalai, A. G. Gasic, “Pressure-dependent collapsibility of
proteins: the impact of topology and length”.

Intellectual Property
1. George, A. D. & Cheung, M. S., “Graph identification of proteins in tomographs (GRIP-
TOMO),” Provisional Application No. 63/353,974, (2022).

Conference Proceedings (peer-reviewed)

1. H. Nguyen, E. Rohit, J. Subhlok, E. Gabriel, Q. Wang, M. S. Cheung, D. Anderson, "An
execution environment for robust parallel computing on volunteering PC grids", The 41th
International Conference on Parallel Processing (2012).

2. E. Rohit, H. Nguyen, N. Kanna, J. Subhlok, E. Gabriel, Q. Wang, M. S. Cheung, D. Anderson, "A
Robust Communication Framework for Parallel Execution on Volunteer PC Grids", 11th
IEEE/ACM International Symposium on Cluster, Cloud, and Grid Computing (CCGrid 2011)
program (2011).

3. M. Ghane, S. Chandrasekaran, R. Searles, M. S. Cheung, O. Hernandez, “Path forward for
softwarization to tackle evolving hardware”, Proc. SPIE, 10652, Disruptive Technologies in
Information Sciences (2018).

4. M. Ghane, S. Chandrasekaran, M. S. Cheung, “Gecko: Hierarchical heterogeneous portable shared
memory abstraction”, Proceedings of the 10th International Workshop on Programming Models
and Applications for Multicores and Manycores (PMAM, 2019).

5. M. Ghane, S. Chandrasekaran, M. S. Cheung, “Towards a Portable Hierarchical View of
Distributed Shared Memory Systems: Challenges and Solutions”, The 11th International
Workshop on Programming Models and Applications for Multicores and Manycores (PMAM,
2020).

Membership in Professional Societies
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Biophysical Society, American Physical Society, Physics Teacher Education Coalition, American
Chemical Society, and Protein Society.

Services in Professional Societies

American Physical Society:

e Organizer: Focus session on “Hydrophobic Interactions in Multiple Scales for Biology™ at the
Annual March Meeting of the American Physical Society (2008)

e Organizer: Focus session on “Simulations and Theories for Biomolecules under Cell-like
Conditions” at the Annual March Meeting of the American Physical Society (2009)

e Member at large: Division of Biological Physics, American Physical Society (2010-2013)
e Past Chair/Chair line: Division of Biological Physics, American Physical Society (2020-2024)

Biophysical Society:

e Organizer: Member-organized session on “Biopolymer Dynamics in Cell-like Environment” at
the Annual Meeting of the Biophysical Society (2010)

e Founding Chair and Chair: Biopolymers In Vivo Subgroup, Biophysical Society (2011-2012)

e Member: Education Committee, Biophysical Society (2012-2015)

e Program Chair: Biopolymers 7z vivo Subgroup of the Biophysical Society Meeting (2016-2017)

e Member at large: Biopolymers 7z vivo Subgroup of the Biophysical Society Meeting (2018-2021)

e Member: Biophysical Society Council (2023-2026)

e Chair: Nominating Committee of the Biophysical Society (2023)

e Member: Biophysical Society Annual Meeting Program Committee (2025-2027)

The Protein Society
e Member: Executive Council, the Protein Society (2021-2024)

Greater Science Community:

e Co-Director and faculty advisor: Science Teacher Equity Program (UH) for science teachers in
elementary schools and for physics teachers in high schools (2012-2017)

Faculty member of the steering committee: Houston Area Molecular Biophysics Training
Program (2013-2020)
e Outreach Director: Center for Theoretical Biological Physics at Rice University (2013-2021)

e  Chair: Protein Folding Dynamics -- from protein folding zz vitro to hierarchical assembly 7 vivo,
Gordon Research Conference (2020)

e Co-Organizer, National Science Foundation Virtual Workshop: Growing Equity, Inclusion, and
Diversity for the Physics of Living Systems Student Research Network (2020).

e Faculty mentor of the Physics of Living Systems Student Research Network (2014-present).

e Faculty mentor of the Physics of Living Systems Physics Teacher Network (2020-2021).

Journal Editorial Boards and Reviewer:
e Associate Editor, Protein Science (2024-2020)
e Editorial Board, Biophysical Journal, (2018-2023)

o  Guest Editor, The Journal of Physical Chemistry's Special Issue entitled: Dave Thirumalai Festschrift
(2021)
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e  Guest Editor, Current Opinions in Structural Biology - Folding and Binding, Vol. 66 (2021)

o  Guest Editor, The Journal of Physical Chemistry's Special Issue entitled: Jose’ Onuchic Festschrift
(2022)

e  Guest Editor, Protein Science’s Barly Career Special issue (2023)

e Associate Editor, Reviews of Modern Physies (2014-2022)

e Referee for Journals: Biophysical Journal, Proteins: Structure, Function, and Bioinformatics, Protein Science,
Proceedings of the National Acadeny of Sciences, Physical Biology, Jonrnal of Physical Chemistry B,
International Journal of Molecular Sciences, Physical Review E, Biochemistry and Cell Biology, PLoS
Computational Biology, and Nano 1etters.

e Reviewer for funding agencies: National Science Foundation, Department of Energy, and
American Chemical Society Petroleum Research Fund

Professional Development and Training

e UH ADVANCE Administrative Fellow (2017-2018)

e Faculty Workshop: Managing Mentoring Conversations (2019)
e UH Cougar Chairs Leadership Academy (2019-2020)

University Committee Duties at the University of Washington at Seattle (UW)
University:

e Chair of the Faculty Mentor Committee for the UW Louis Stokes Alliance for Minority
Participation (UW-LSAMP, 2021-2024)

Department:

e Local organization committee of the APS Conferences for Undergraduate Women in Physics
(CUWiP23) (2022-2023)

University Committee, Administrative Duties, and Teaching at the University of Houston
Department:

e Website Committee (2007-2012)

e Graduate Studies Committee (2007-2013)

e Faculty Search Committee (Biophysics 2010, Nano 2014)

e  Chair of the Faculty Search Committee in Biological Physics (2015)
e Personnel Committee (2012-2017)

e  Chair of the Seminar Committee (2012-2017)

e Award Committee (2017-2019)

e Outreach Committee (2013-2020)

e Seminar Committee (2019-2020)

e Executive Committee (2017-2020)

College:

e College Dean Search Committee (2013-2014)
e College Strategic Planning Committee (2015)
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e The Junior Faculty Award Committee (2017)
University:

e Internal Advisor Board for the Center for Advanced Computing and Data Systems (2016-2017)
e The Quality Enhancement Plan (2017-2019)

e Committee on Distinguished and Named Professorships and Chairs (2019-2020)

e Committee on Racial Equity and Social Justice (2020)

Teaching

e University of Houston Introductory General Physics I (PHYS) 1301 Lecture-based learning
e University of Houston Introductory General Physics I (PHYS) 1301 Inguiry-based learning
e University of Houston Introductory General Physics 11 (PHYS) 1302

e University of Houston University Physics II (PHYS) 1322

e University of Houston Thermal Physics (PHYS) 3327

e University of Houston Statistical Physics (PHYS) 6327

e University of Houston Biological Physics (PHYS) 7339

Mentored DOE Trainees, Students, and Post-docs

DOE /Science Undergraduate Laboratory Internships (SULI) trainees:

Briana Sobecks (Chem Eng, University of Illinois at Urbana-Champaign, Summer 2021)

Jose’ Villalobos (Physics, University of Texas at San Antonio, Spring 2022)

Liam Mackey (Physics, Rensselaer Polytechnic Institute, Fall 2022)

Arsam Firoozfar (Computer Science, Lake Washington Institute of Technology, Summer 2023)
Margot Lockwood (Physics, University of Kansas, Spring 2024)

Malio Nelson (Physics, University of Washington, Spring and Summer 2025)

DOE/Community College Internships (CCI) trainees:
Ian Gildea (Engineering, Tidewater Community College, Spring 2022)

Arsam Firoozfar (Computer Science, Lake Washington Institute of Technology, Summer 2022)
Kate Baldwin (Artificial Intelligence, Bellevue College, Fall 2023)

Postdoctoral Associates:
Dirar Homouz (June 2007 — May 2009)
Current: Associate Professor, Khalifa University (KUSTAR) in Abu Dhabi, UAE
Balamurugan Desinghu (February 2012-August 2014)
Current: High-performance Computing Consultant, Computational Institute, University of Chicago
Victor M.-Y. Tsai (September 2014-August 2015)
Current: Assistant Professor, Tam#kang University, Taiwan
Swarnendu Tripathi (August 2012-March 2016)
Postdoctoral Fellow of the Computational Cancer Biology Training Program
Current: Bioinformatics Analyst, Medical College of Wisconsin
Oleg Starovoytov (January 2015-December 2016)
Jaebeom Han (September 2018-May 2020)

Graduate students:
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Antonios Samiotakis (UH Physics, Ph.D. 2011)
Robert . Hyer Research Award 2010
Current: Principal Scientist at Zymeworks
Qian Wang (UH Physics, Ph.D. 2012)
Current: CIBP Postdoctoral Fellow, Rice University
Pengzhi Zhang (UH Physics, Ph.D. 2016)
Research Scientist, UH
Fabio Zegarra (UH Physics, Ph.D. 2018)
Recipient of a travel award from the Biophysical Society, 2016
Current: Associate Professor at the National Technological University of South Lima, Pern
Millad Ghane (UH Computer Science, Ph.D. 2019), co advised with Dr. Larry Shi
Current: Senior Engineer at Samsung
Jake Ezerski (UH Physics, Ph.D. 2020)
Houston Area Molecular Biophysics Training Program fellowship, 2015-2018
Winner of the best predoctoral poster presentation award at the Annual Keck Conference, 20175.
Current: Mathematics Specialist at Start-up Clothing Tech I.LLC
Yossi Eliaz (UH Physics, Ph.D. 2020)
CACDS fellow, 2017-2018
Andrei Gasic (UH Physics, Ph.D. 2020)
Recipient of the GRC Carl Storm Underrepresented Minority Fellowship 2016.
Houston Area Molecular Biophysics Training Program fellowship, 2016-2019
Robert S. Hyer Research Award 2019
Jacob Tinnin (UH Physics, Ph.D. 2022)
James Liman (Rice Bioengineering, Ph.D. 2023)
Jules Nde (UW Physics, Ph.D. 2024)
Chengxuan Li (UW Physics, expected Ph.D. 2025)
Jiayi Wang (UW Physics, 2022-present)

Guoxiong Su (UH Physics, M.S. 2012)
Houston Area Molecular Biophysics Training Program (non-funded) fellowship, 2011-2012
Jianfa Chen (UH Physics, M.S. 2014)
Mohammadmehdi Ezzatabadipour (UH Physics, M.S. 2016)
Hoa Lan Trinh (UH Physics, 2016-2018)
Tim Burt (UH Physics, 2018-2019)
Atrayee Sarkar (UH Physics, 2020-2021)

Undergraduate students:
Marc Gonzalez (Physics, Summer 2007)
Byron Hoffman (Physics, Summer 2008)
His work was acknowledged by coathorship in a research article
Nathaniel Morgan (Physics, Fall 2008-Spring 2009)
Syed Razavi (Chem and Biomolecular Engineering, Summer 2009)
Rizwan Tai (Political Sci., Summer 2009)
Faheem Shahid (Mechanical Engineering, Summer 2009)
Tyler Quarton (Biochemistry, Fall 2009)
Brian Bush (Physics, Fall 2009)
Megan Scoppa (Biochemistry, Spring 2009-Spring 2011)
Recipient of NSE REU award, Sunmmer 2010
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Ian Mitchell (Physics, Summer 2010)
Recipient of Summer Undergraduate Research Fellowship, Summer 2010
Ashlynne Monroe (Health, Spring 2010-Spring 2011)
Sana Mateen (Chemical Engineering, PURS Fall 2011)
Recipient of Provost Undergraduate Research Fellowship, Fall 2071
Gabriela Bernardes (Mechanical Engineering, Summer 2011-Spring 2012)
Her work was acknowledged by coathorship in a research article
Francis de Dios (Physics, Summer 2012-Spring 2013)
Recipient of Provost Undergraduate Research Fellowship, Fall 2012
Lionel Flores (Physics, Summer 2012-present)
Recipient of NSE REU award, Summer 2012
Recipient of CI'BP REU award, Summer 2013
Nicole Davidson (Physics, Summer 2013)
Recipient of CI'BP REU award, Summer 2013
Lenaya Flowers (Physics, Summer 2014-Fall 2015)
Recipient of CI'BP REU award, Summer 2014
Rodney Helm (Physics, Summer 2014-Summer 2016)
Recipient of CI'BP REU award, Summer 2014
Sarai Vargas (Biology, Fall 2015-Spring 2016)
Recipient of CPRIT undergraduate research fellowship in computational cancer biology, Summer 2016
Marissa Soto (Physics, Summer 2016-December 2017)
Recipient of Physics Undergraduate Fellowship, Fall 2016
Caleb Daugherty (Physics, Summer 2016-December 2017)
Recipient of CI'BP REU award, Summer 2016
His work was acknowledged by coathorship in a research article
Luis H. Victor (Physics, Spring 2017-Summer 2017)
Recipient of CI'BP REU award, Summer 2017
Lucas Babel (Physics, Fall 2017-Summer 2019)
Recipient of CI'BP REU award, Summer 2018
His work was acknowledged by coathorship in a research article
Brett Velasquez (Physics, Summer 2017-Spring 2020)
Recipient of CI'BP REU award, Summer 2017
Nate Jennings (Physics, CMU, Summer 2019, Summer 2020)
His work was acknowledged by coathorship in a research article
Fardowsa Douled (Informatics, UW, Summer 2023)
Eve Johnson (Physics and Astronomy, UW, Summer 2023-Summer 2024)
Malio Nelson (Comprehensive Physics, UW, Winter 2024-Fall 2024)
Jacob Haseley (Comprehensive Physics, UW, Fall 2024-present)

Selected Invited Talks (in reverse chronological order)

e Transcriptome and Redox Proteome Reveal Temporal Scales of Carbon Metabolism Regulation
in Model Cyanobacteria Under Light Disturbance, Protein Society Annual Symposium,
Contributed talk, June 2025.

e NW-BRaVE for Biopreparedness: Enhancing biopreparedness through a model system to
understand the molecular mechanisms that lead to pathogenesis and disease transmission,
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University of California, Riverside, Interdisciplinary Center for Quantitative Modeling in
Biology, Invited Webinar, November 2024.

NW-BRaVE for Biopreparedness: Enhancing biopreparedness through a model system to
understand the molecular mechanisms that lead to pathogenesis and disease transmission,
University of Texas, El Paso, Departmental Seminar, Invited Webinar, November 2024.

NW-BRaVE for Biopreparedness: Enhancing biopreparedness through a model system to
understand the molecular mechanisms that lead to pathogenesis and disease transmission,
University of Illinois, Urbana-Champaign, Science and Technology Center for Quantitative
Cell Biology, Invited talk, May 2024.

Organizing Communities in a Crowd: from Protein Folding 7 vitro to Hierarchical Assembly 77
vivo, Breaking Barriers in Physics Special Session, The American Physical Society March
Meeting, Invited talk, March 2024.

PTM-Psi: A Python Package to Facilitate the Computational Investigation of Post-Translational
Modification on Protein Structures and Their Impacts on Dynamics and Functions. The
American Physical Society March Meeting, Contributed talk, March 2024.

NW-BRaVE for Biopreparedness: Enhancing biopreparedness through a model system to
understand the molecular mechanisms that lead to pathogenesis and disease transmission,
Michigan State University, Invited talk-virtual WALII Seminar, December 2023.

Graph Identification of Proteins in Tomograms, Contributed talk, The American Physical
Society March Meeting, March 2023.

Emergent Protein Assemblies in vivo, Invited talk, Biopolymers in vivo Subgroup, Biophysical
Society Annual Meeting, February 2023.

Graph Identification of Proteins in Tomograms, Data Modeling and Computation: Capturing
Biomolecular Processes, CECAM, Lausanne, Switzerland, November 2022,

From Protein Folding in a Crowd to Higher-order Assemblies in a Cell, Keynote, Gordon
Research Conference, Protein Folding Dynamics, Ventura, CA, October 2022.

Proteins in a Crowd under Heat and Pressure, Biophysics Seminar, Center for Biological
Physics, University of California at Los Angeles, virtual, May 2022.

Proteins in a Crowd under Heat and Pressure, Biological Physics/Physical Biology seminar,
virtual, April 2022.

Understanding Protein Complex Assembly through Grand Canonical Maximum Entropy
Modeling, Contributed talk, The American Physical Society March Meeting, March 2022.

Proteins in a Crowd under Heat and Pressure, Physics Colloquium University of Idaho, virtual,
October 2021.

Proteins in a Crowd under Heat and Pressure, Biostatistics Seminar, University of Kansas
Medical Center, virtual, October 2021.

The Dual Role of Calcium/Calmodulin-dependent kinase IT in transducing calcium signals and
reorganizing actomyosin networks, Invited talk, The American Physical Society March
Meeting, March 2021.

Physics of Memory and Learning — from the Perspective of Biomolecules, The Penn Muscle
Institute Seminar, University of Pennsylvania, virtual, December 2020.

From Protein Folding 7# vitro to Hierarchical Assembly zz vivo, Laufer Center for Physical and
Quantitative Biology Seminar, Stony Brook University, virtual, December 2020.

From Protein Folding 7z vitro to Hierarchical Assembly zz vivo, Physical Chemistry Seminar,
University of Washington, virtual, October 2020.
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Physics of Memory and Learning — from the Perspective of Biomolecules, Seminar, Molecular
Engineering, University of Washington, virtual, October 2020.

Proteins in a Crowd under Heat and Pressure, Physics Colloquium, University of Washington,
virtual, October 2020.

From Protein Folding 7z vitro to Hierarchical Assembly 7z vivo, Pacific Northwest National
Laboratory, virtual, July 2020.

Assemblies of Calcium/Calmodulin Dependence Kinase II with Actin and their Dynamic
Regulation by Calmodulin in Dendritic Spines, Virtual 2020 Annual March Meeting,
American Physical Society, 2020.

Proteins in a Crowd under Heat and Pressure, Symposia, Biophysical Society Annual Meeting,
San Diego, CA, February 2020.

Proteins in a Crowd under Heat and Pressure, Physics Colloquium, University of Florida,
Gainesville, FL, February 2020.

Proteins in a Crowd under Heat and Pressure, Inaugural Speaker, Rice Women in Physics
Distinguished Lecture Series, Rice University, Houston, TX, February 2020.

Critical Phenomena in the Temperature-Pressure-Crowding Phase Diagram of a Protein,
Biophysics Seminar, Ohio State University, November 2019.

Physics of Memory and Learning — from the Perspective of Biomolecules, Biophysics Seminar,
University of Maryland, October 2019.

Critical Phenomena in the Temperature-Pressure-Crowding Phase Diagram of a Protein, 2019
Taipei International Workshop for Soft Matter and Biophysics, Taipei, Taiwan, September
2019.

Physics of Memory and Learning — from the Perspective of Biomolecules, The 19th KIAS
Conference on Protein Structure and Function, Seoul, Korea, September 2019.

Critical Phenomena in the Temperature-Pressure-Crowding Phase Diagram of a Protein, The
Fourth International Conference on Computational Science and Engineering, Ho Chi Minh
City, Vietnam, July 2019.

Critical Phenomena in the Temperature-Pressure-Crowding Phase Diagram of a Protein,
Macromolecular Crowding Telluride Science Research Center, Telluride, CO, July 2019.

Critical Phenomena in the Temperature-Pressure-Crowding Phase Diagram of a Protein, 33™
Protein Society Annual Meeting, Seattle, WA, July 2019.

Physics of Memory and Learning — from the Perspective of Interacting Molecules, Physics
Colloquium, University of Houston at Clear Lake, Houston, TX, March 2019.

Physics of Memory and Learning — from the Perspective of Interacting Molecules, Outreach
Seminar, Houston Community College, Houston, TX, February 2019.

Physics of memory and learning — from the perspective of interacting molecules, Physics
Colloquium, University of Houston, Houston, TX, November 2018.

Molecular underpinnings of postsynaptic calmodulin dependent Ca®" signaling, plenary speaker,
Texas Section of the APS, Houston, TX, October 2018.
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